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ATGAGCCTGATCGCCTCCGACCACTTCCGCATCGTTGTCGGCCTCGGCAAGAGCGGCATG 
MetSerLeuI 1 eAl aSerAspHi sPheArgll eVal Val GlyLeuGlyLysSerGl yMet 

TCCCTGGTGCGCTACCTGGCGCGCCGCGGCTTGCCTTTCGCCGTGGTCGATACCCGAGAG 
SerLeuVal ArgTyrLeuAl aArgArgGlyLeuProPheAl aVal Val AspThrArgGl u 

AACCCGCCGGAGCTGGCCACCCTGCGTGCCCAGTATCCGCAGGTGGAAGTGCGTTGCGGC 
AsnProProGl uLeuAl aThrLeuArgAl aGl nTy rProGl nVal Gl uVal ArgCysGl y 

GAACTCGACGCCGAGTTCCTCTGCTCCGCCCGCGAACTCTATGTCAGCCCCGGCTTGTCG 
Gl uLeuAspAl aGl uPheLeuCysSerAl aArgGl uLeuTyrVal SerProGlyLeuSer 

CTGCGCACCCCTGCGCTGGTACAGGCCGCCGCGAAAGGCGTGCGCATCTCCGGTGACATC 
LeuArgThrProAl aLeuVal Gl nAl aAl aAl aLysGlyVal Argil eSerGlyAspIl e 

GATCTCTTCGCCCGCGAGGCGAAGGCCCCGATCGTCGCCATCACCGGTTCCAACGCGAAG 
AspLeuPheAl aArgGl uAl aLysAl aProIl eVal Al all eThrGlySerAsnAl aLys 

AGCACCGTGACCACCCTGGTGGGCGAAATGGCGGTGGCCGCGGACAAGCGTGTCGCCGTC 
SerThrValThrThrLeuVal GlyGl uMetAl aVal Al aAl aAspLysArgVal Al aVal 

GGCGGCAACCTCGGCACCCCGGCGCTCGACCTGCTGGCCGACGACATCGAGCTGTACGTG 
GlyGlyAsnLeuGlyThrProAlaLeuAspLeuLeuAlaAspAspIleGluLeuTyrVal 

TTGGAGCTGTCGAGCTTCCAGCTGGAAACCTGCGATCGCCTCAACGCCGAGGTGGCGACC 
LeuGl uLeuSerSerPheGl nLeuGl uThrCysAspArgLeuAsnAl aGl uVal Al aThr 

GTGCTGAACGTCAGCGAAGACCATATGGATCGCTACGACGGCATGGCTGACTACCACCTG 
Val LeuAsnVal SerGl uAspHi sMetAspArgTyrAspGlyMetAl aAspTyrHi sLeu 

GCCAAGCACCGGATCTTCCGCGGTGCCCGCCAGGTCGTGGTGAATCGCGCCGATGCCCTG 
Al aLysHI sArg 1 1 ePheArgGl yAl aArgGl nVal Val Va 1 AsnArgAl aAspAl aLeu 

(SEQ ID N0:1. positions 51-710) 
(SEQ ID N0:2, positions 1-220) 
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ACCCGACCGCTGATCGCCGATACCGTGCCGTGCTGGTCGTTCGGCCTGAACAAGCCGGAC 
ThrArgProLeuIleAlaAspThrValProCysTrpSerPheGlyLeuAsnLysProAsp 

TTCAAGGCTTTCGGCCTGATCGAGGAAGACGGCCAGAAGTGGCTGGCGTTCCAGTTCGAC 
PheLysAl aPheGlyLeuI 1 eGl uGl uAspGlyGl nLysTrpLeuAl aPheGl nPheAsp 

AAGCTGCTGCCGGTTGGCGAACTGAAGATCCGTGGCGCCCACAACTATTCCAACGCGCTC 
LysLeuLeuProValGlyGl uLeuLysIleArgGlyAl aHi sAsnTyrSerAsnAl aLeu 

GCCGCGCTGGCGCTGGGCCATGCGGTCGGCCTGCCGTTCGACGCCATGCTCGGCGCGCTG 
Al aAl aLeuAl aLeuGlyHi sAl aVal GlyLeuProPheAspAl aMetLeuGlyAl aLeu 

AAGGCGTTTTCCGGCCTGGCTCATCGCTGCCAGTGGGTACGCGAGCGGCAGGGCGTGAGC 
LysAl aPheSerGlyLeuAl aHi sArgCysGl nTrpVal ArgGl uArgGl nGlyVal Ser 

TACTACGACGATTCCAAGGCCACCAACGTCGGCGCCGCCCTGGCGGCGATCGAGGGGCTG 
TyrTyrAspAspSerLysAl aThrAsnValGlyAl aAl aLeuAl aAl a 1 1 eGl uGlyLeu 

GGTGCCGACATCGACGGCAAGCTGGTGCTGCTCGCCGGCGGAGACGGCAAGGGCGCCGAT 
GlyAlaAspIleAspGlyLysLeuValLeuLeuAlaGlyGlyAspGlyLysGlyAlaAsp 

TTCCATGACCTGCGCGAGCCGGTCGCGCGCTTCTGCCGGGCGGTGGTACTGCTTGGCCGT 
PheHi sAspLeuArgGl uProVal Al aArgPheCysArgAl aVal Val LeuLeuGlyArg 

GACGCCGGGCTGATTGCCCAGGCACTGGGCAACGCGGTACCGCTGGTGCGCGTCGCAACG 
AspAl aGlyLeuIl eAl aGl nAl aLeuGlyAsnAl aVal ProLeuVal ArgVal Al aThr 

CTGGACGAAGCAGTCCGGCAGGCCGCCGAGCTGGCCCGCGAAGGCGATGCGGTGCTGTTG 
LeuAspGl uAl a Va 1 ArgGl nAl aAl aGl uLeuAl aArgGl uGl yAspAl a Va 1 LeuLeu 

TCGCCGGCCTGCGCGAGCCTGGACATGTTCAAGAACTTCGAAGAACGCGGACGCCTGTTC 
SerProAl aCysAl aSerLeuAspMetPheLysAsnPheGl uGl uArgGlyArgLeuPhe 

GCCAAAGCCGTAGAGGAGCTAGCGTGA (SEQ ID N0:1. positions 711-1397) 
AlaLysAlaValGluGluLeuAlaEnd (SEQ ID N0:2. positions 221-448) 
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